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Melanoma





• The incidence	of	melanoma	has	also	increased	worldwide	( Azoury	&	Lange,	2014).
• 5th and 7th most common cancerin men and women respectively	(Azoury	&	Lange	2014).














Explanation for Topic Choice
• The	appeal	in	the	topic	derived	from	diagnosis	of	multiple	family	members,	leading	to	an	interest	in	enhancing	personalknowledge.
• Goal	to	further	educate	others	about	malignant	melanoma,	its	origin,	risk	factors, preventionand treatment.
Otterbein University, Westerville, Ohio
With	the	incidence	of	melanoma	continuing	to	increase	it	is	important	to	obtain	a	complete	history	and	physical.		Family	and	self	history	is	of	great	importance.	Any	suspicious	lesions	should	be	biopsied	and	staged		in	order	to	allow	the	patient	to	have	the	best	optimal	outcomes.
Conclusion
“A molecular map of melanoma. Heritable loci with risk alleles or single-nucleotide 
polymorphisms are shown in italics with asterisks (e.g., CDKN2A*). Red and gray colors indicate 
somatic alterations that result in gain of function (i.e., oncogenes such as BRAF) or loss of 
function (i.e., tumor-suppressor genes such as PTEN), respectively. (Figure based on modified 
data from Tsao et al. 2012)” (Hawryluk & Tsao, 2014, p. 4)
Pathophysiology Implications for 
Nursing CareFigure 1. Mnemonic “ABCDE”
Figure 2.
Risk factors for melanoma 






















• The pathophysiology	sequence	leading	to	melanoma	is	not	well	defined	and	the	molecular	trigger	for	transformation tomelanoma is unknown.	However,	certain	genes	and	signaling	pathways	have	been	discovered	to	have	a	role	in	the	pathophysiology	of	melanoma	(Hawryluk	and	Tsao,	2014,	p.2).
Significance


















• It is also important to obtain afamily history	of	melanoma	to	determine	a	possible	genetic	link.
